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MRHI...ICHGG.VITEEMAASLLDQLIEEVLADNLPPP...SHFEP.PTLHELYDLDVTAPE.DPNEEAVSQIFPDSVMLAVQEGIDLL

MRHI...ICHGG.VITEEMAASLLDQLIEEVLADNLPPP...SHFEP.PTLHELYDLDVTAPE.DPNEEAVSQIFPDSVMLAVQEGIDLL

MRHI...ICHGG.VITEEMAASLLDQLIEEVLADNLPPP...SHFEP.PTLHELYDLDVTAPE.DPNEEAVSQIFPESVMLAVQEGIDLF

MRHI...ICHGG.VITEEMAASLLDQLIEEVLADNLPPP...SHFEP.PTLHELYDLDVTAPE.DPNEEAVSQIFPDSVMLAAQEGIDLL

MRHL.RFLSQE..IVSTETGNEILQFVVNTLMGDDPEPPEP..PFDP.PTLHELYDLEVDGPED.PNENDVNGFFTDSMLLAANEGVDL.

MRDL.RFLPQE..IISAETGNEILELVVHALMGDDPEPPVQ..LFEP.PTLQELYDLEVEGSED.SNEEAVNGFFTDSMLLAANEGLEL.

MRDL.RFLPQE..IISAETGNEILELVVHALMGDDPEPPVQ..LFEP.PTLQELYDLEVEGSED.SNEEAVNGFFTDSMLLAANEGLEL.

MRHL.RFMPQE..IISAETGNEILEFVVHALMGDDPEPPVQ..LFEP.PTLQELYDLEVEGSED.SNEEAVNGFFTDSMLLAANEGLEL.

MRHL.RFLPQE..IISSETGIEILEFVVNTLMGDDPEPPVQ..PFDP.PTLHDLYDLEVDGPED.PNEGAVNGFFTDSMLLAADEGLDI.

MRHL.RFLPQE..IISSETGIEILEFVVNTLMGDDPEPPVQ..PFDP.PTLHDLYDLEVDGPED.PNEEAVNGFFTDSMLLAADEGLDI.

MRHL.RFLPQE..VISSETGIEILEFVVNTLMGDDPEPPVQ..PFDP.PTLHDLYDLEIDGPED.PNEEAVNGFFTDSMLLAADEGLDI.

MRHL.RFLPQE..IISSETGIEILEFVVNTLMGDDPEPPVQ..PFDP.PTLHDLYDLEVDGPDD.PNEEAVNGFFTDSMLLAADEGLDI.

MRHL.RFLPQE..IISSETGIEILELVVNTLMGDDPEPPVQ..PFDP.PTLHDLYDLEVDGPDD.PNEEAVNGFFTDSMLLAADEGLDI.

MRHL.RDLPDE.KIIIA.SGNEILELVVNAMMGDD.PPEPP.TPFET.PSLHDLYDLEVDVPEDDPNEEAVNDFFSDAALLAAEEASSS.

MRHL.RDLPGN..VFLA.TGNEILELVVDAMMGDD.PPEPP.TPFEA.PSLYDLYDLEVDVPESDPNEEAVNDLFSDAALLAAEQANTDS

MRHL.RDLPGN..VFLA.TGNEILELVVDAMMGDD.PPEPP.TPFEA.PSLYDLYDLEVDVPENDPNEEAVNDLFSDAALLAAEQANTDS

MRHL.RDLPGN..VFLA.TGNEILELVVDAMMGGD.PPEPP.TPFEA.PSLYDLYDLEVDVPENDPNEEAVNDLFSDAALLAAEQANTDS

MRHL.RDLPDE.EIIIA.SGSEILELVVNATMGDD.HPEPP.TPFGT.PSLHDLYDLEVDVPEDDPNEKAVNDLFSDAALLAAEEASSP.

MRHL.RLLSST...VPIDMAALLLEDYVSTILEDDLHP....SPFELGPTLQDLYDLEVDAQEDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.RLLPST...VPGELAVLMLEDFVDTVLDDELHP....TPFELGPTLQDLYDLEVDAQEDDPNEEAVNLIFPESMLL..QA..DI.

MRHL.RLLPGT...VPLDMAALLLDDFVSTVLEDELQP....TPFELGPTLQDLYDLEVDAQEDDPNEDAVNLIFPESLIL..QA..DI.

MRHL.RLLPST...VPGDLAVIMLEDFVNTVLEDELHPE....PFELGPTLQDLYDLEVDAHDDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.RLLPST...VPGELAVLMLEDFVDTVLEDELHP....SPFELGPTLQDLYDLEVDAHDDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.RLLPST...VPGELAVLMLEDFVDTVLEDELHP....SPFELGPTLQDLYDLEVDAHDDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.RLLPST...VPGDLAVIMLEDFVNTVLEDELHPE....PFELGPTLQDLYDLEVDAHDDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.RLLPST...VPGDLAVIMLEDFVNTVLEDELHPE....PFELGPTLQDLYDLEVDAHDDDPNEEAVNLIFPESMIL..QA..DI.

MRHL.HLLSST...VPIDMAALLLEDYVNTILEDEVH..L..SPFELGPTLQDLYDLEVNAQENDPNEEAVNLIFPESMIL..QA..DI.

MRT...EI.TP.LVLSYEEADDILEHLVENFFNE..VPSDD..DFYV.PSLHELYDIDVESAGEDSNEQAVNDFFPESFILAAAEGVIL.

MRT...EM.TP.LVLSYQEADDILEHLVDNFFNE..VPSDD..DLYV.PSLYELYDLDVESAGEDNNEQAVNEFFPESLILAASEGLFL.

MRT...EI.TP.LVLSCEEADDILEDLVNNFFTE..VP.DDGDDFYT.PSLYELYDIDVDVTDNDCDEQAVSAFFPESLLLATSEGLLL.

MRHLALEMISELLDLGLDTIDGWL..HTE..FR..PVPAGV...SHN.MSLHEMYDLDVTGQ.EDENEEAVDGVFSDAMLLAAEEGIEM.

MRHLALEMMSELLDLGLDTIDSWL..HTE..FA..PVPTGV...SHN.MSLHEMYDLDVTGQ.EDENEEAVDGVFSDAMLLAAEEGVEM.

MRMLP.DFFTGN...WDDMFQGLLE..TEYVFD...FPEPSE.ASEE.MSLHDLFDVEVDGFEEDANQEAVDGMFPER.LL..SEAESA.

MRMLP.DFFTGN...WDDMFQGLLE..AEHPFD...FPEPSQ.AFEE.ISLHNLFDVELDESEGDPNEEAVDGMFPNW.ML..SEDHS..

100 110 120 130 140 150 160 170

TFPPAPGSPEPPHLS..RQPE...............QPEQRALGPVS.MPNLVPE.VIDLTCHEAGFPPSDDED.EEGE.........

TFPPAPGSPEPPHLS..RQPE...............QPEQRALGPVS.MPNLVPE.VIDLTCHEAGFPPSDDED.EEGE.........

TFPPAPGSPEPPHLS..RQPE...............QPEQRALGPVS.MPNLVPE.VIDLTCHEAGFPPSDDED.EEGE.........

TFPPAPGSPEPPHLS..RQPE...............QPEQRALGPVS.MPNLVPE.VIDLTCHEAGFPPSDDED.EEGE.........

.........DPPSGTFD.TPG...............VIVESDIDGKN.LPDLGAA.ELDLYCYEEGFPQSDDEDVE......NE.QSI

.........DPPLDTFN.TPG...............VIVESGTGVRK.LPDLSSV.DCDLHCYEDGFPPSDEEDHE......KE.QSM

.........DPPLDTFD.TPG...............VIVESGTGVRK.LPDLSSV.DCDLHCYEDGFPPSDEEDHE......KE.QSM

.........DPPLDTFD.TPG...............VIVESGTGVRK.LPDLGSV.DCDLHCYEDGFPLSDEEDHE......KE.QSM

.........NPPPETLV.TPG...............VVVESGRGGKK.LPDLGAA.EMDLRCYEEGFPPSDDEDGE......TE.QSI

.........NPPPETLV.TPG...............VVVESGRGGKK.LPDLGAA.EMDLRCYEEGFPPSDDEDGE......TE.QSI

.........NPPPETLV.TPG...............VVVESGIGGKK.LPDLGAA.EMDLRCYEEGFPPSDDEDGE......TE.QSI

.........NPPPETLD.TPG...............VVVESGRGGKK.LPDLGAA.EMDLRCYEEGFPPSDDEDGE......TE.QSI

.........NPPPGTLD.TPG...............VVVESGRGGKK.LPDLGAA.EMDLRCYEEGFPPSDDEDGE......TE.QSI

....SSDS.DSSLHTP..RPG.....................RGEKK.IPELKGE.EMDLRCYEECLPPSDDE.DE.........QAI

....GSDS.DSSLHTP..RPG.....................RGEKK.IPELKGE.ELDLRCYEECLPPSDDEEDEE.........AI

....GSDS.DSSLHTP..RPG.....................RGEKK.IPELKGE.ELDLRCYEECLPPSDDEEDEE.........AI

....GSDS.DSSLHTP..RPG.....................RGEKK.IPELKGE.ELDLRCYEECLPPSDDEEDEE.........AI

....SSDS.DSSLHTP..RHD.....................RGEKE.IPGLKWE.KMDLRCYEECLPPSDDE.DE.........QAI

....ASEAVPTPLHTPTLSP............................IPELEEEDELDLRCYEEGFPPSDSED.E...RGE...QSM

....ANESIPTPLHTPTLSP............................IPELEEEDELDLRCYEEGFPPSDSED.E...RGE...QTM

....ASEALPTPLHTPTLSP............................IPELEEEDELDLRCYEEGFPPSDSED.E...QGE...QSM

....ASEAIVTPLHTPTLPP............................IPELEEDEEIDLRCYEEGFPPSDSED.E...QGE...QQM

....ANES..TPLHTPTLSP............................IPELEEEDELDLRCYEEGFPPSDSED.E...RGE...QTM

....ANES..TPLHTPTLSP............................IPELEEEDELDLRCYEEGFPPSDSED.E...RGE...QTM

....ASEAIVTPLHTPTLPP............................IPELEEEDEIDLRCYEEGFPPSDSED.E...QGE...REM

....ASEAIVTPLHTPTLPP............................IPELEEEDEIDLRCYEEGFPPSDSED.E...QGE...REM

....ASEAVPTSVYTPTLPP............................IPKLEEEDKLDLRCYEEGFPPSDSED.E...RGE...QSM

........PEPPVL....SPI.................CEP.IGG.ECMPQLCSE.DMDLLCYEAAFPCSDSE.GE...QDE...NGM

........PEPPVL....SPV.................CEP.IGG.ECMPQLHPE.DMDLLCYEMGFPCSDSED.E...QDE...NGM

........TEPPVI....SPVAASDGLLLTDPPILSPVCEP.VGG.EYMPRLQPE.DMDLLCYETGFPLSDSED.E...QDV...RGM

..........PNLY....SPG...................PLVGGGE.MPELQPE.EEDLFCYEDGFPPSDSEEGEHS.QVETE.RKM

..........PSLY....SPG...................PLVGGGE.MPELQPE.EVDLFCYEDGFPPSDSEEGEHS.QVETE.RKM

.....AESG..SGD....S........................GVGE...ELLPV.DLDLKCYEDGLPPSDPETDEATE.AEEE.AAM

.....ADSGAASGD....S........................GVGE...DLVEV.NLDLKCYEEGLPPSGSEADEAEERAEEEETAV
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..............E.FVLDYVEHPGHGCRSCHYHRRNTGDPDIMCSLCYMRTCGMFVYSPVSEPEPE.PEPEPEPARPTRRPKMAPAIL

..............E.FVLDYVEHPGHGCRSCHYHRRNTGDPDIMCSLCYMRTCGMFVYSPVSEPEPE.PEPEPEPARPTRRPKLVPAIL

..............E.FVLDCVEHPGHGCRSCHYHRRNTGDPDIMCSLCYMRTCGMFVYSPVSEPEPE.PEPEPEPARPTRRPKLVPAIL

..............E.FVLDYVEQPGHGCRSCHYHRRNTGDPDIMCSLCYMRTCGMFVYSPVSEPEPE.PEPEPEPARPARRPKMVPAIL

AAGEGVKAAS....DGFKLDCPVLPGHGCKSCEFHRKNTGVKEILCSLCYMRAHCHFIYSPVSDAD.ESPSPD.................

AAGEGVKAAN....VGFQLDCPELPGHGCKSCEFHRKNTGVKELLCSLCYMRTHCHFIYSPVSDAD.ESPSPD.................

AAGEGVKAAN....VGFQLDCPELPGHGCKSCEFHRKNTGVKELLCSLCYMRTHCHFIYSPVSDAD.ESPSPD.................

AAGEGVKAA.....IGFQLDCPELPGHGCKSCEFHRKNTGVKELLCSLCYMRAHCHFIYSPVSDAD.ESPSPD.................

AVNEGVKAAS....DVFKLDCPELPGHGCKSCEFHRNNTGMKELLCSLCYMRMHCHFIYSPVSDDE..SPSPD.................

AVNEGVKAAS....DVFKLDCPELPGHGCKSCEFHRNNTGMKELLCSLCYMRMHCHFIYSPVSDDE..SGSPD.................

AVNEGVKAAS....DVFKLDCPELPGHGCKSCEFHRNNTGMKELLCSLCYMRMHCHFIYSPVSDDE..SPSPD.................

AVNEGVKAAS....DVFKLDCPELPGHGCKSCEFHRNNTGMKELLCSLCYMRMHCHFIYSPVSDDE..SPSPD.................

AVNEGVKAAS....DVFKLDCPELPGHGCKSCEFHRNNTGMKELLCSLCYMRMHCHFIYSPVSDDE..APSPD.................

AASQGVQAAS....ESFALDCPPLPGHGCKSCEFHRMNTGDKAVLCALCYMRAYNHCVYSPVSDADDETPTTK.................

AVNQGVKTAG....ESFSLDCPTLPGHGCKSCEFHRMNTGDKNVMCALCYMRAYNHCVYSPVSDVD.ETPTSE.................

AANQGVKTAS....EGFSLDCPTLPGHGCKSCEFHRMNTGDKNVMCALCYMRAYNHCVYSPVSDVD.ETPTTE.................

ASNQGVKAAG....ESFSLDCPTLPGHGCKSCEFHRMNTGDKNVMCALCYMRAYNHCVYSPVSDVD.ETPTSE.................

AASHGVQAVS....ESFALDCPPLPGHGCKSCEFHRINTGDKAVLCALCYMRAYNHCVYSPVSDADDETPTTE.................

ISDYACVVVE....EHFVLDNPEVPGQGCRSCQYHRDQTGNPNASCALCYMKMSFSFIYSPVSEDE.SSPSEEDHP..............

ISDYACVIVE....EQVVIENSTEPVEGCRKCQYHRDKSGDPNASCALCYMKQTFSFIYSPVSEDE.SSPSEEDHP..............

ISDYACVVVE....EHFVLDNPEVPGQGCKSCQYHRDKTGDTNASCALCYMKKNFSFIYSPVSEDE.SSPSEEDHP..............

ISDLACVIVE....EQVVIEKSTEPVQGCRNCQYHRDKSGDPNASCALCYMKSTFSFIYSPVSEDE.SSPSEEDHP..............

ISDYACVIVE....EQDVIEKSTEPVQGCRNCQYHRDKSGDVNASCALCYMKQTFSFIYSPVSEDE.LSPSEEDHP..............

ISDYACVIVE....EQVVIENSTEPVEGCRKCQYHRDKSGDPNASCALCYMKQTFSFIYSPVSEDE.SSPSEEDHP..............

LSDFACVIVE....EQDVIEKSTEAVQGCRNCQYHRDKSGDANASCALCYMKQTFSFIYSPVSEDE.SSPSEEDHP..............

LSDFACVIVE....EQDVIEKSTEAVQGCRNCQYHRDKSGDANASCALCYMKQTFSFIYSPVSEDE.SSPSEEDHP..............

ISDYACVVVE....NHFVLDNPEVPGQGCKSCQYHREQTGDPNASCALCYMKMSFSFIYSPVSEDE.SSPLEEDHP..............

VSAAAAAAAANREREEFQLDHPELPGHDCKSCEYHRNSTGNTDLMCSLCYLRAYSMFIYSPVSDNEPE.PD...................

VSASAAAAAADREREEFQLDHPELPGHNCKSCEHHRNSTGNTDLMCSLCYLRAYNMFIYSPVSDNEPE.PN...................

VSASAMAAVTHHEK..FELDNPELPGHDCKSCEYHRNSTGNNDLMCSLCYLRAYGMFIYSPVSDNEVD......................

AAAAGAAAAARREQDDFRLDCPSVPGHGCSSCDYHRKTSGCPEILCSLCYLRANSMFIYSPVSDSEPDEPD...................

VAAAGAAAAVRGEQDDFRLDCPSVPGHGCSSCDYHRKNSGCPEILCSLCYLRANSMFIYSPVSDSEPDEPD...................

YVN..ENE......NELVLDCPENPGRGCRACDFHRGTSGNPEAMCALCYMRLTGHCIYSPISDAEGES.E...................

YVNIAEGA.SQ.....LVLDCPENPGRGCRACDFHRGSSGNPEAMCALCYMRLTGHCIYSPISDAEGEC.E...................

280 290 300 310 320 330 340 350

RRPTSPVSRECNSSTDSCDSGPSNTPPEIHPVVPLC.PIKP.VAVRV.GGRRQ.AVECIEDLLNEPG..Q..PLDLSC.KRPR.P

RRPTSPVSRECNSSTDSCDSGPSNTPPEIHPVVPLC.PIKP.VAVRV.GGRRQ.AVECIEDLLNESG..Q..PLDLSC.KRPR.P

RRPTSPVSRECNSSTDSCDSGPSNTPPEIHPVVPLC.PIKP.VAVRV.GGRRQ.AVECIEDLLNESG..Q..PLDLSC.KRPR.P

RRPTSPVSRECNSSTDSCDSGPSNTPPEIHPVVPLC.PIKP.VAVRV.GGRRR.AVECIEDLLNEPG..Q..PLDLSC.KRPR.P

............STT.........SPPEIRAPVPANVC.KP.ISVKLKPGKRP.AVNKLEDLLE..GVDE..PLDLCTRKIPR.Q

............STT.........SPPDIQAPVPVDVR.KP.IPVKLKPGKRP.AVEKLEDLLQ..GGDG..PLDLSTRKRPR.Q

............STT.........SPPEIQAPVPVDVR.KP.IPVKLKPGKRP.AVEKLEDLLQ..GGDG..PLDLSTRKRPR.Q

............STT.........SPPEIQAPVPVDV.HKP.IPVKLKPGKRP.AVEKLEDLLQ..GGDG..PLDLSTRKRPR.Q

............STT.........SPPEIQAPAPANVC.KP.IPVKPKPGKRP.AVDKLEDLLE..GGDG..PLDLSTRKLPR.Q

............STT.........SPPEIQAPAPANVC.KP.IPVKPKPGKRP.AVDKLEDLLE..GGDG..PLDLSTRKLPR.Q

............STT.........SPPEIQAPAPANVC.KP.IPVKPKPGKRP.AVDKLEDLLE..GGDG..PLDLSTRKLPR.Q

............STT.........SPPEIQAPVPANVC.KP.IPVKPKSGKRP.AVDKLEDLLE..GGDG..PLDLSTRKLPR.Q

............STT.........SPPEIQAPVPANVC.KP.IPVKPKCGKRP.AVDELEDLLE..GGDG..PLDLSTRKLPR.Q

............STS.........SPPEIGT.SPPENIVRP.VPVRAT.GRRA.AVECLDDLLQ..GGVE..PLDLCTRKRPR.H

............CIS.........SPPEIGEEPPEDIIHRP.VAVRVT.GRRA.AVESLDDLLQ..GGDE..PLDLCTRKRPR.H

............CIS.........SPPEIGEEPPEDIIHRP.VAVRVT.GRRA.AVESLDDLLQ..GGDE..PLDLCTRKRPR.H

............CIS.........SPPEIGEEPPEDIIHRP.VAVRVT.GRRA.AVESLDDLLQ..GGDE..PLDLCTRKRPR.H

............STL.........SPPEIGT.SPSDNIVRP.VPVRAT.GRRA.AVECLDDLLQ..GGDE..PLDLCTRKRPR.H

........................CPPELSGETPLQV.HRPT.PVRPSGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPELSGETPLQV.HRPT.PVRASGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................CPPDLSGETPLQV.HRPT.PVRPSGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPELSGETPLQV.HRPT.PVRASGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPELSGETPLQV.FRPT.PVRPSGERRA.AVDKIEDLLQDMGGDE..PLDLSL.KRPR.N

........................SPPDLTDDTPLQV.HRPT.PVRASGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPELSCETPLQV.HRPT.PVRASGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPELSCETPLQV.HRPT.PVRASGERRA.AVEKIEDLLHDMGGDE..PLDLSL.KRPR.N

........................SPPDFTNDTPLQVR.RPT.PVRPSGERRA.AVYKIEDLLQDVGGNE..PLNLSL.KRPR.N

............STTDD...NERPSPPELGDVVPEGV.VKP.VPQRVT.GRRR.AVESILDLIQEEECEQTVPVDLSV.KRPKCN

............STLD...GDERPSPPKLGSAVPEGV.IKP.VPQRVT.GRRRCAVESILDLIQEEEREQTVPVDLSV.KRPRCN

................DSNRDKRPSPPTLGNAVPEGV.LKP.VPQRIT.GRRTH.VESILDLIQEEESEQTEPVDLSV.KRPRYD

............STTADSNHG...SPPTLRCTPPRDLP.RP.VPVKASPGKRP.AVNSLHDLI..EEVEQTVPLDLSL.KRSRSN

............STTADSNHG...SPPTLRCTPPRDLP.RP.VPVKASHGKRP.AVNSLHDLI..EEVEQTVPLDLSL.KRSRSN

............SGSP...ED.TDFPHPLTATPPHG.IVR.TIPCRVSCRRRP.AVECIEDLLEEDPTDE..PLNLSL.KRPKCS

............LGS...NEE.TELPCSLTATAP....VRPT.PCRVSCRRRP.AVDCIEDLLEEDPTDE..PLNLSL.KRPKSS
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Sequence alignment of adenovirus E1A proteins

(See Avvakumov et al., Virology. 2004 329:477-92)


